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HTSQC (HTS/cell-based assays): Leming Shi & Benjamin Haibe-Kains
SeqQC (DNA-seq and RNA-seq): Christos Hatzis & David Kreil
EpiQC (DNA methylation): Chris Mason & Youping Deng

Apps (Clinical applications): Matthias Fischer & Lidong Wang
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MAQC EHPFrEFATHRIZE 7S k&)

S NRAR
No. AL 4
1 AbbVie Inc., USA Viswanath Devanarayan
2 AbbVie Inc., USA Frank Shen
3 Affymetrix Inc., USA Anthony Schweitzer
4 AnPac Bio-Medical Science Co., Ltd. Xuedong Du
5 AnPac Bio-Medical Science Co., Ltd. Chang Yu
6 Anyang Cancer Hospital Fuyou Zhou
7 | BGI Wei Fu
8 BGI Hui Jiang
9 Biotecan/Zhangjiang CTM Jingwei Lou
10 | Boku University Vienna, Austria Pawel P Labaj
11 | Boku University Vienna, Austria Peter Sykacek
12 | Boku Univ Vienna & Univ Warwick, Austria & UK David P Kreil
13 | Centro de Investigacion Principe Felipe (CIPF), Spain Joaquin Dopazo
14 | Chinese Academy of Sciences, IPE Li Guo
15 | Cornell University, USA Sheng Li
16 | Cornell University, USA Christopher E Mason
17 | DNA Chip Research Inc., Malaysia Chun Ren Lim
18 | East China Normal University Tieliu Shi
19 | East China Normal University Xiangjun Ji
20 | US Food and Drug Administration, USA Lei Guo
21 | US Food and Drug Administration, USA Huixiao Hong
22 | US Food and Drug Administration, USA Baitang Ning
23 | US Food and Drug Administration, USA Weida Tong
24 | US Food and Drug Administration, USA Joshua Xu
25 | Fondazione Bruno Kessler (FBK), Italy Cesare Furlanello
26 | Fudan University Geng Chen
27 | Fudan University Tingting Du
28 | Fudan University Wanwan Hou
29 | Fudan University Bin Li
30 | Fudan University Bingying Li
31 | Fudan University Suging Li
32 | Fudan University Lei Liu
33 | Fudan University Hongtai Pei
34 | Fudan University Tao Qing
35 | Fudan University Leming Shi
36 | Fudan University Yunjie Song
37 | Fudan University Xiaomeng Sun
38 | Fudan University Anyi Tang
39 | Fudan University Xiaolin Wang
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40 | Fudan University Zhuo Wen

41 | Fudan University Ying Yu

42 | Fudan University Lei Zhang

43 | Fudan University Chen Zhao

44 | Fudan University Yuanting Zheng
45 | Fudan University Jinhang Zhu

46 | Fudan University Sibo Zhu

47 | GeorgiaTech and Emory University, USA May D Wang
48 | Harvard Medical School, USA Wenzhong Xiao
49 | Henan University Yijun Qi

50 | Henan Univ of Sci & Tech First Affiliated Hospital Xiaoshan Feng
51 | JMAC (Japan MicroArray Consortium), Japan Junko ITkeda

52 | JIMAC (Japan MicroArray Consortium), Japan Hiroki Nakae
53 | Johannes Kepler University Linz, Austria Djork-Arné Clevert
54 | Johannes Kepler University Linz, Austria Sepp Hochreiter
55 | Mount Sinai Hospital, USA Yirong Wang
56 | Nanjing Institute for Food and Drug Control Yihong Lu

57 | NIH/Center for Information Technology, USA Wenming Xiao
58 | Princess Margaret Cancer Centre, Canada Benjamin Haibe-Kains
59 | Roche Diagnostics (Shanghai) Ltd. Gracie Xu

60 | Rush University Cancer Center, USA Youping Deng
61 | SAS Institute Inc., USA Wenjun Bao

62 | Shanghai Institute for Food and Drug Control Liging Wan

63 | Sichuan University Zhining Wen
64 | Stanford University, USA Weihong Xu

65 | Thomson Reuters IP & Science Yiu Li

66 | Tongji University Zhen Sheng

67 | Tongji University Yi Sun

68 | University of Cologne, Germany Falk Hertwig
69 | WuXiAppTec Hongye Sun

70 | Xinxiang Medical College Qianlin Lei

71 | Xinxiang Medical College Minjie Wu

72 | Yale University, USA Christos Hatzis
73 | Yale University, USA Weiwei Shi

74 | Zhejiang University Xiaohui Fan

75 | Zhengzhou University First Affiliated Hospital Wenting Fu

76 | Zhengzhou University First Affiliated Hospital Jia Huang

77 | Zhengzhou University First Affiliated Hospital Hui Meng

78 | Zhengzhou University First Affiliated Hospital Xin Song

79 | Zhengzhou University First Affiliated Hospital Lidong Wang
80 | Zhengzhou University First Affiliated Hospital Yuchen Wang
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